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Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 
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1. EFS-Bio (<http://www.uspto.gov/ebc/efs/dovYiiioads/documents.htm> , EFS Submission 
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DATE: 07/31/2003 
TIME: 08:01:13 



4 <110> APPLICANT: Duvick, 

5 Gilliam, Jacob T. 

6 Maddox, Joyce R. 

7 Crasta, Oswald R. 

8 Folkerts, Otto 
TITLE OF INVENTION 



Jonathan P. 



11 <120> 
12 

15 <130> 
C— > 17 <140> 
C~> 17 <141> 

17 <150> 

18 <151> 

20 <150> 

21 <151> 
23 <160> 
25 <170> 



Amino Polyol Amine Oxidase 
Polynucleotides and Related Polypeptides and Methods of Use 
FILE REFERENCE: 0875C 

CURRENT APPLICATION NUMBER: US/10/624,619 
CURRENT FILING DATE: 2003-07-22 

PRIOR APPLICATION NUMBER: US 60/092,936 

PRIOR FILING DATE: 1998-07-15 

PRIOR APPLICATION NUMBER: US 09/352,168 

PRIOR FILING DATE: 1999-07-12 

NUMBER OF SEQ ID NOS : 33 

SOFTWARE: FastSEQ 'for Windows Version 3.0 



ERRORED SEQUENCES 



1 

-0r> 



3641 <210> SEQ ID NO: 32* 

3642 <211> LENGTH: 2490 

3643 <212> TYPE: DNA 
364 4 <213> ORGANISM: Unknown 
364 6 <220> FEATURE: 

3647 <223> OTHER INFORMATION: GST : glyc ( -) APAO open reading frame, 

3648 and linker, ht 1-687; Glyc (-) APAO, nt 688-2490; 
364 9 mutation in putative glycosylation sites in bold 
3650/g7<V7 / and underlined, nt 1288-1290 JAAT->TCC) and nt 



Does Not Comply 

Corrected Diskette IMeedec 



2490 nt; GST 



E- a ^Z3^1303-U305 (AGC->AAC) ^ fro)/? Q\JVT ({k) HOT Cdcte) ^S^ff 

W — > 3653 <221> NAME/KEY: CDS 

3654 <222> LOCATION: (1) . . . (2487) 
W— > 3656 <221> misc_feature 

3657 <222> LOCATION: (1)...(687) 

3658 <223> OTHER INFORMATION: GST and linker 
W — > 3660 <221> misc_feature 

3661 <222> LOCATION: (688) . . . (2490) 

3662 <223> OTHER INFORMATION: Glyc (-) APAO 
W — > 3664 <221> mutation 

3665 <222> LOCATION: (1288).. 

3666 <223> OTHER INFORMATION: 
W— > 3668 <221> mutation 

3669 <222> LOCATION: (1303) . . . (1305) 



(1290) 

mutation in putative glycosylation site 



jU my? 



(AAT->TCC) 



a/ 
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3670 <223> OTHER INFORMATION: mutation in putative glycosylation site (AGC->AAC) 
W— > 3672 <400> 32 
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tac 


tat 


age 


aag 


ata 


gtc 


ttc 


gta 


tgg 


2016 


*3QQQ 
JO JO 


7\ "I _ 

Ala 


Glu 


Asn 


Ser 


lie 


Leu 


Gly 


Tyr 


Tyr 


Ser 


Lys 


lie 


Val 


Phe 


Val 


Trp 




o o o a 

38 39 








r r a 

660 










665 










670 








jo 4 1 


gac 


aag 


ccg 


tgg 


tgg 


cgc 


gaa 


caa 


ggc 


ttc 


teg 


ggc 


gtc 


etc 


caa 


teg 


O A P A 

2064 


jo 4 ^ 


Asp 


Lys 


Pro 


Trp 


Trp 


Arg 


Glu 


bin 


Gly 


Phe 


Ser 


Gly 


Val 


Leu 


Gin 


Ser 




384 3 






675 










/" A A 

680 










685 










38 4 5 


age 


tgt 


gac 


ccc 


ate 


tea 


ttt 


gec 


aga 


gat 


acc 


age 


ate 


gac 


gtc 


gat 


2112 


jo4 0 


Ser 


Cys Asp 


Pro 


lie 


Ser 


Phe 


Ala 


Arg 


Asp 


Tnr 


Ser 


lie 


Asp 


Val 


Asp 




jo4 / 




690 










695 










1 A A 

/oo 












jo 4 y 


cga 


caa 


tgg 


tec 


att 


acc 


tgt 


ttc 


atg 


gtc 


gga 


gac 


ccg 


gga 


egg 


aag • 


O T P A 

2160 


JOJU 


A tat 


Gin Trp 


9 *=» r* 


T 1 <=> 

± ±kz 


Thr 


Cys 


tilt: 




Vdl 








o±y 


Arg 


Lys 




3851 


705 










710 










715 










720 




3853 


tgg 


tec 


caa 


cag 


tec 


aag 


cag 


gta 


cga 


caa 


aag 


tct 


gtc 


tgg 


gac 


caa . 


2208 


3854 


Trp 


Ser 


Gin 


Gin 


Ser 


Lys 


Gin 


Val 


Arg 


Gin 


Lys 


Ser 


Val" 


Trp 


Asp 


Gin . . 




3855 










725 










730 










735 






3857 


etc 


cgc 


gca 


gec 


tac 


gag 


aac 


gee 


ggg 


gec 


caa 


gtc 


cca 


gag 


ccg 


gec 


2256 


3858 


Leu 


Arg Ala 


Ala 


Tyr 


Glu 


Asn 


Ala 


Gly 


Ala 


Gin 


Val 


Pro 


Glu 


Pro 


Ala 




3859 








740 










745 










750 








3861 


aac 


gtg 


etc 


gaa 


ate 


gag 


tgg 


teg 


aag 


cag 


cag 


tat 


ttc 


caa 


gga 


get 


2304 


3862 


Asn 


Val 


Leu 


Glu 


He 


Glu 


Trp 


Ser 


Lys 


Gin 


Gin 


Tyr 


Phe 


Gin 


Gly 


Ala 




3863 






755 










760 










765 










3865 


ccg 


age 


gec 


gtc' 


tat 


ggg 


ctg 


aac 


gat 


etc 


ate 


aca 


ctg 


ggt 


teg 


gcg 


2352 
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RAW SEQUENCE LISTING DATE: 07/31/2003 

PATENT APPLICATION: US/10/624,619 TIME: 08:01:13 

Input Set.: A:\0875CSEQUENCE LISTING. txt 
Output Set: N:\CRF4\07312003\J624619.raw 



3866 


Pro Ser 


Ala 


Val 


Tyr 


Gly 


Leu 


Asn Asp 


Leu 


He 


Thr Leu Gly Ser Ala 




3867 


770 










775 








780 




3869 


etc aga 


acg 


ccg 


ttc 


aag 


agt 


gtt cat 


ttc 


gtt 


gga acg gag acg tct 


2400 


3870 


Leu Arg 


Thr 


Pro 


Phe 


Lys 


Ser 


Val His 


Phe 


Val 


Gly Thr Glu Thr Ser 




3871 


785 








790 








795 


800 




3873 


tta gtt 


tgg 


aaa 


ggg 


tat 


atg 


gaa ggg 


gec 


ata 


cga teg ggt caa cga 


2448 


387 4 


Leu Val 


Trp 


Lys 


Gly 


Tyr 


Met 


Glu Gly Ala 


He Arg Ser Gly Gin Arg 




3875 








805 








810 




815 




3877 


ggt get 


gca 


gaa 


gtt 


gtg 


get 


age ctg 


gtg 


cca 


gca gca tag 


2490 


3878 


Gly Ala Ala Glu Val 


Val 


Ala 


Ser Leu 


Val 


Pro 


Ala Ala 




3879 






820 








825 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/31/2003 

PATENT APPLICATION: US/10/624,619 TIME: 08:01:14 

Input Set : A:\0875CSEQUENCE LISTING. txt 
Output Set: N:\CRF4\07312003\J624619.raw 

Use of <220> Feature (NEW RULES) : 

Sequence (s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknown". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp. 29631-32) 
(Sec. 1.823 of new Rules) 
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<210> 25 
<211> 1000 
<212> 



<220> 

<221> SIGNAL 
<222> (1) . . . (24) 



<400> 25 



VERIFICATION SUMMARY DATE: 07/31/2003 

PATENT APPLICATION: US/10/624,619 TIME: 08:01:14 

Input Set : A:\0875CSEQUENCE LISTING. txt . 
Output Set: N:\CRF4\07312003\J624619.raw 



<220> Tag not found for SEQ ID#:7 
<220> Tag not found for SEQ ID#:7 
<220> Tag not found for SEQ ID#:10 
<220> Tag not found for SEQ ID#:16 



L:17 M:270 C: Current Application Number differs, Replaced Current Application No 
L:17 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:43 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 after pos.:300 
L:284 M:258 W: Mandatory Feature missing, 
L:287 M:258 W: Mandatory Feature missing, 
L:552 M*:258 W: Mandatory Feature missing, 
L:799 M:258 W: Mandatory Feature missing, 

1041 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 
1045 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 
1049 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 
1340 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 
L:1347 M:259 W: Allowed number of lines exceeded, <223> Other Information: 
L:1348 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:24 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
L:1836 M:258 W: Mandatory Feature missing, 
L:2099 M:258 W: Mandatory Feature missing, 
ORGANISM: Unknown 

L:2099 M:258 W: Mandatory Feature missing, 



L:1350 M:258 W: 
L: 1354 M:258 W: 
L:1813 M:281 W: 
L:1817 M:258 W: 
1821 M:258 W: 
1825 M:258 W: 
1829 M:258 W: 
1832 M:258 



W: 



<220> Tag not found for SEQ ID#:24 
<220> Tag not found for SEQ ID#:24 
<220> Tag not found for SEQ ID#:24 
<220> Tag not found for SEQ ID#:24 
<220> Tag not found for SEQ ID#:24 
<223> Tag not found for SEQ#:25, <213> 



2237 M:281 W 
2241 M:258 W 
2245 M:258 
2249 M:258 
2253 M:258 
L:2256 M:258 
L:2260 M:258 
L:2520 M:258 



<223> Blank for SEQ# : 25, Line* : 2099 
Numeric Fields not Ordered, <221> Sort in ascending order! 



Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature . missing, 
Mandatory Feature missing, 
ORGAN I SM : Un known 

L:2520 M:258 W: Mandatory Feature missing, 
Numeric Fields not Ordered, 



W: 
W: 
W: 
W: 
W: 
W: 



L:2657 M:281 W: 
L:2660 M:258 W: 
L:2664 M:258 W: 
L:2668 M:258 W: 
L:2672 M:258 



W: 

L:2676 M:258 W: 
L:2680 M:258 W: 
L:2991 M:258 



W: 



<220> Tag not found for SEQ ID#:26 
<220> Tag not found for SEQ ID#:26 
<220> Tag not found for SEQ ID#:26 
<220> Tag not found for SEQ ID#:26 
<220> Tag not found for SEQ ID#:26 
<220> Tag not found for SEQ ID#:26 
<223> Tag not found for SEQ#:27, <213> 

<223> Blank for SEQ# : 27 , Line# : 2520 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:28 
<220> Tag not found for SEQ ID#:28 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#:28 
<220> Tag not found for SEQ ID#:28 
<220> Tag not found for SEQ#:29, <213> 



:28 
:28 



Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 

ORGANISM: Unknown 

L:2991 M:258 W: Mandatory Feature missing, 
ORGANISM: Unknown 

L:2991 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 29, Line# : 2 991 
L:3155 M:259 W: Allowed number of lines exceeded, <223> Other Information: 
L:3156 M:259 W: Allowed number of lines exceeded, <223> Other Information: 
L:3158 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:3162 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:30 
L:3166 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:30 



<223> Tag not found for SEQ#:29, <213> 
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VERIFICATION SUMMARY DATE: 07/31/2003 

PATENT APPLICATION: US/10/624 , 619 TIME: 08:01:14 



Input Set : A:\0875CSEQUENCE LISTING. txt 
Output Set: N:\CRF4\07312003\J624619.raw 



L:3170 M:258 W 



L:3174 
L:3177 
L:3181 
L:3488 
ORGANISM 
L:3488 M 
ORGANISM 
L:3488 M 
L:3651 M 
L:3653 M 
L:3656 M 
L:3660 M 
L:3664 M 
L:3668 M 
L:3672 M 
L:3887 M 
ORGANISM 



Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
Unknown 

258 W: Mandatory Feature missing, 
Unknown 

258 W: Mandatory Feature missing, 
250 E: Invalid Numeric Identifier, 
281 W: Numeric Fields not Ordered, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
258 W: Mandatory Feature missing, 
Unknown 



<220> Tag not found for SEQ ID#:30 
<220> Tag not found for SEQ ID#:30 
found for SEQ ID#:30 
found for SEQ ID#:30 



<220> Tag not 
<220> Tag not 



<220> Tag not found for SEQ#:31, <213> 

<223> Tag not found for SEQ#:31, <213> 

<223> Blank for SEQ# : 31 , Line* : 3488 
INVALID IDENTIFIER 
<221> Sort in ascending order! 
<220> Tag' not found for SEQ ID#:32 
found for SEQ ID#:32 
found for SEQ ID#:32 
found for SEQ ID#:32 
found for SEQ ID#:32 
found for SEQ#:33, <213> 



<220> Tag not 
<220> Tag not 
<220> Tag not 
<220> Tag not 
<220> Tag not 
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